Statistical analysis of the xenograft experiment. We considered an anova model with 28 groups (7 days of tumor measurement, 4 different siRNA) and tested the difference between the control siRNA and the other siRNAs (LRP5, LRP6 or STK40) at each time point (a total of 21 tests) (columns "raw"). To take into account that variances were higher for larger measurements, we also ran the anova model on the square-rooted data (columns "square rooted"). We adjusted for multiple testing using the Benjamini Hochberg correction. Differences were considered significant if the adjusted P value was below 0.05 (indicated in bold and red).
